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Education: 

Institut Supérieur d'Agriculture (Lille, France), 1984-1988, Ingenieur diploma in Agriculture. 

Research Experience: Honors thesis in Pr. Chris Bornman’s laboratory (Hilleshög, 

Lansdkrona, Sweden / University of Lund) on the physiological and histological 

consequences of vitrification in Beta vulgaris. 

Leuven University (Louvain la Neuve, Belgique) 1989, Master degree (DEA) in Molecular 

genetics. 

Honors thesis in Pr Bouharmont’s laboratory on the female gametophyte and 

gynogenetic development in Beta vulgaris."Graduated with the highest honors 

Paris XI Orsay University (France), Dec. 1990-1994, Ph.D. thesis with European label, 

prepared in two European universities, Paris XI and Wageningen (The Netherlands). 

Ph.D. thesis research in Pr Martin Kreis’ (Paris) and Dr Sacco de Vries’ (Wageningen) 

laboratories on the molecular mechanism of gametogenesis in Petunia hybrida. 

Graduated with the highest honors. 

 

Positions: 

1. Predoctoral fellow, Faculté d’Agronomie, Leuven, Belgique. Worked with Dr M. 

Boutry, Laboratory of physiological biochemistry, 1990. 

2. Postdoctoral Fellow, CSIRO, Canberra, Australia. Worked with Dr Liz Dennis and Jim 

Peacock, Department of Plant Industry. June 1995- April 1997. 

3. Junior Scientist position at INRA, Department of Plant Breeding, U.R.E.F.V, Villenave 

d’Ornon, France. May 1997 – March 2002. 

4. Senior Scientist position at INRA, Department of Plant Pathology, UMR GDPP, 

Villenave d’Ornon, France. March 2002 - current. 

5. OECD Sabbatical Fellowship (visiting scientist), Clemson University, Department of 

Biochemistry and Genetics, South Carolina (USA). May 2007 – October 2007. 

 

Current Professional activity: 

Program leader at INRA on the topic “Genetics of the interactions of Plum Pox Virus 

with its host plants, Prunus spp. and Arabidopsis thaliana”. Co-ordinator of a national 

network at INRA on sharka disease, leader of two regional, one national and three bilateral 

(France-Spain, France-Poland, France-Czech Republic) projects on “Resistance to sharka 

disease in stone fruit species”, Coordinator of two European collaborative research projects 

(acronym “SharCo” for Sharka Containment 2008-2012 and “MARS” for Marker Assisted 

Resistance to Sharka, 2014-2016) and one European IRSES Marie Curie network (“STONE” 



for Genetic Diversity of Stone Fruit trees (Apricot, Peach and Cherry) in Europe, Caucasus 

and Central Asia). Coordinator of trans-national collaborative research project (Plant-KBBE) 

between France, Germany and Spain and called “COBRA” for A COmbination of systems 

Biology and experimental high-throughput approaches to engIneer durable Resistance against 

plAnt viruses in crops (2014-2017). 

 

Synergistic Activities: 

1. Member of the Advisory board of the European Centre d’Excellence ‘PomoCentre’ 

(Skierniewice, Poland) and member since 2008 of the experts’ group (GREX) on stone fruit at 

the Agricultural division of the European Commission (Brussels). 

2. Associate editor of the journal Tree Genetics and Genome 

3. Serve on Ph.D. committees of students outside of Bordeaux University and trained 4 PhD 

students since 2006. 

4. Host researchers and postdoctoral fellows from other countries for cellular and genetic 

studies of PPV and virus infection, especially from third countries (Chile, China, Turkey, 

Azerbaijan). 
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