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Date of Birth: Nov. 10, 1963
Address: Department of Animal Bioscience, Division of Applied Life Sciences (BK21), College of Agriculture, Gyeongsang National University, Jinju 660-701, Korea 

Tel.: +82-55-772-1882   

Fax: +82-55-772-1882
C.P.: +82-10-2503-6457
E-mail: hyun@gnu.ac.kr 

Academic experience 

1982. 3 -1989. 2 : Bs, Dairy Science, Kyungpook National University, Korea

1989. 3 - 1991. 2 : Ms, Grassland Sci., Kyungpook National University, Korea

1992. 4 - 1996. 3 : Ph. D., Plant Biochemical Regulation, Nagoya University, Japan 

1996. 4 - 1998. 7 : Post-Doc, National Institute of Agrobiological Resources (NIAR), 

Tsukuba, Japan 

1998. 8 - 2000. 8 : Post-Doc, Kyungpook National University, Korea

2000. 9- 2001. 2 : Assistant Professor, Kyung Hee University, Korea
2001. 3 - present: Professor, Gyeongsang National University, Korea

Research interest  

1. Molecular breeding of forage and bioenergy crops 

2. Proteomic study of forage crops 
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